Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.010 Å; R factor = 0.068; wR factor = 0.197; data-to-parameter ratio = 8.2.
In the title compound, C 24 H 34 N 4 O 11 , the hexopyranosyl ring adopts a chair conformation. The four substituents are in equatorial positions. The molecule shows an intramolecular N-HÁ Á ÁO hydrogen bond. Orthorhombic, P2 1 2 1 2 1 a = 7.4100 (15) Å b = 11.044 (2) Å c = 34.106 (7) Å V = 2791.1 (10) Å 3 Z = 4
Related literature
Mo K radiation = 0.10 mm À1 T = 293 (2) K 0.30 Â 0.20 Â 0.10 mm Table 1 Hydrogen-bond geometry (Å , ).
Data collection
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Fig. 1 . The asymmetric unit of the title compound, showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) C21-C22 1.509 (10) C6-C7 1.416 (9) C21-H21A 0.9600 C6-C11 1.446 (9) C21-H21B 0.9600 C7-C8 1.386 (8) C21-H21C 0.9600 O7-C22 1.339 (7) C23-C24 1.482 (10) O7-C17 1.437 (7) C23-H23A 0.9600 C8-C9 1.395 (8) C23-H23B 0.9600 C8-C12 1.536 (9) C23-H23C 0.9600
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Methyl-2,6-dinitro-N-(3-pentyl)-4-[(2,3,4-tri-O-acetyl-β-D-xylosyl)aminomethyl]aniline
